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GFP Knockout HEK293T Cells (L00022).
3 2 K [ B 42 fit 5 T CRISPR/Cas9 4% A ) SRP 14 5 [K] il B 1 J5ft #%(L31180 pLenti-SRP14-sgRNA). 18 J#% # (L31181 SRP14
Knockout Lentivirus). HEK293T#H fg(L31182 SRP14 Knockout HEK293T Cells). HEK293 T % 41 i FIRIPA S fi# 7 (L31183
SRP14 Knockout HEK293T RIPA Lysate). HEK293 T b 41 ML (I Trizol Z4AE (131184 SRP14 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human SRP14 6727 BC035495 NM_ 003134
About the gene
Official Symbol SRP14
Previous Symbol -
Official Full Name | signal recognition particle 14
Synonyms ALURBP; MGC14326
Location 15922
Gene Type protein-coding gene
Uniprot ID P37108
Pathway/Library others
Signal-recognition-particle assembly has a crucial role in targeting secretory proteins to the rough
Gene Summary endoplasmic reticulum. membrane. SRP9 together with SRP14 and the Alu portion. of the. SRP RNA,
constitutes the elongation arrest domain of SRP. The complex of SRP9 and SRP14 is required for SRP
RNA binding. SRP14 HUMAN,P37108
KFE:
P RS AR %
L31182 SRP14 Knockout HEK293T Cells 132/
— T 16}




RIS
PSR RS T RN e i Mt KSR C B SN B R S T I UM RV S TS R

AEREI:

> HXRINGsgRNAF S AR, W T EsgRNAF A, 1575V T G A% 4 [Alinfo@beyotime.comZ L. sgRNAF 4115
B5RYME, REEZRPEA AR TR HE, WASEAZE T TN E ST NBERA . T
FE R FEHEFEAR SCEREE R, SyE ORI

> T A 20 R PR T [ 4 B PR 07 % B HEK293T 48 il f¥) CRISPR 4 [R] i B 40 i it & il , TR R B o KRB AR5
service@beyotime.como,

> AP RAUR T N R BIRFE A, AMFH TIRKIZEEGEYT, A TR, MR T SEEEN.

> N TR TR, 187 LRI KT ERAE.

{EF AR :
1. HEK293TZHfiRizsr. B RAiE:

a.

b.

h.
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WINOR BB IR AR SR %, IF BAE T OB R IR, OREE — PR TR, RN — 2B B IR, IX R ) DUS B b
BT 55 R B G 2 5 S B AE K IAIE N, BRI R AP I A KRS

AR5 F7 NDMEM (high glucose)+10% FBS. 18 7E 55 FR I HH I NS 5 75 57 3% -5 55 2 VA MR LA BT LT BRI 40 B V5 %,
W 7R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 24K 5 A1 pg/mlffPuromycin (STS51). A YL 1895 2 HEK 293 T
) ELAARAS BB 29293 T (AR 4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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X2 i E4H, T LU T7 Endonuclease I (T7TEDEAT S, RIFRHLAN M1 FE R 4IDNA, 7EsgRNAJTHI Ul & 1514
HEATPCRY 1, SR G HEATTTEIRG VIR B 3K 43 A1, FLARTE 27 25 2 K 0 = DR 40 4 i 5 R 751 6(D05 08) B T 7 Endonuclease
I (CRISPRE: ZE K RAF 4 5 H) (D7080): 4 mT LLIE S H AR K (I HiAR gh AT A il o V. 1T CRISPRE: A g bl 5 2 A A7
TANIEIE FIER R RAE, RIE AiB L qRT-PCRAS H 5 R HImRNABE AT 5 AR SR I Wi B 5B 1 A0 2 DR e

b, X THRTCREANN, FEIPCRY 1Y HsgRNARE [ (15 X Fr B #EAT 8 AN AP 1) 77 2AHEAT B0AE, (R It m] LA A AH S B9 Bt
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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